enzyme, as described previously (16). It revealed that Asp-1069 and Asp-70041 strains exhibited an indistinguishable PFGE pattern (data not shown). Southern blotting/hybridization experiments with a bla OXA-58 -specific probe using the DIG DNA labeling and detection kit (Roche Diagnostics GmbH, Penzberg, Germany) were performed to determine the genetic location of bla OXA-58 after extraction of plasmid and genomic DNA, as previously published (17) . Hybridization experiments showed that the bla OXA-58 gene was located on a plasmid of ϳ54 kb in both isolates.
Resistance to carbapenems among A. seifertii isolates has been reported in South Korea and Taiwan, associated with overexpression of efflux pumps or bla OXA-51 -like hyperexpression mediated by ISAba1, respectively (7, 18). In addition, Marti and colleagues reported an OXA-58-producing A. seifertii isolate recovered from a Spanish hospital in the year 2000 (19). In that strain, bla was surrounded by two copies of ISAba3 and carried on a 100-kb plasmid. Interestingly, this isolate showed decreased susceptibility to imipenem (MIC, 6 mg/liter), differing from both isolates here described, which were highly resistant to imipenem and meropenem. Recently, Fu and colleagues reported plasmids of different sizes (52 to 143 kb) harboring the bla OXA-58 gene among Acinetobacter spp. in China (20) . These authors reported that the bla OXA-58 genetic context was highly diverse and associated with different carbapenem susceptibility profiles. The resistance to carbapenems among A. seifertii isolates is very worrisome, since this species might naturally show a reduced susceptibility to polymyxins. Previous studies noticed a decreased susceptibility to polymyxins (MICs ranging from 2 to 64 mg/liter) among clinical and environmental A. seifertii isolates (7, 18, 21), which corresponded with our findings. Furthermore, the occurrence in both clinical and environmental specimens indicates that A. seifertii has a broad ecological niche, and acquisition of antibiotic genes in contaminated environments may lead to further accumulation of resistance genes in this potential pathogenic species.
To the best of our knowledge, Asp-1069 is the most ancient OXA-58-producing Acinetobacter strain reported to date (22) . Although the bla OXA-58 gene was plasmid mediated in the A. seifertii isolates recovered at least 20 years ago, no further Acinetobacter isolates carrying this gene have been detected in our institution so far. The studied strains were detected 4 years apart and belonged to the same PFGE clone; however, the clone source and reservoir remained undetermined. In fact, bla OXA-58 is rarely reported in Brazil (23), where bla OXA-23 and bla have been the most predominant CHDL genes (23, 24) . The presence of carbapenemase-encoding genes in non-baumannii species exhibiting decreased susceptibility to polymyxins is a cause of great concern, because it drastically limits the available therapeutic options for treatment of such infections.
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